Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.041; wR factor = 0.112; data-to-parameter ratio = 14.0.
In the title compound, C 15 H 11 NO 3 , the dihedral angle between the methoxybenzene and isoindole ring systems is 70.21 (3) . The methoxy C atom is close to being coplanar with its attached ring [deviation = 0.133 (2) Å ] and is oriented away from the isoindole moiety. In the crystal, inversion dimers linked by pairs of C-HÁ Á ÁO hydrogen bonds generate R 2 2 (10) loops. Further C-HÁ Á ÁO interactions lead to (010) infinite sheets and weak aromaticstacking [centroid-centroid separations = 3.6990 (10) and 3.7217 (10) Å ] is also observed.
Related literature
For related structures, see: Sim et al. (2009); Sirajuddin et al. (2012) . For hydrogen-bond motifs, see: Bernstein et al., 1995) . Table 1 Hydrogen-bond geometry (Å , ). The title compound (I), (Fig. 1 ) has been synthesized in an attempt to form the carboxylic acid containing methoxybenzene. We have reported the crystal structure of 1-(2-methoxyphenyl)-1H-pyrrole-2,5-dione (Sirajuddin et al., 2012) which is related to (I). The polymorph of (I) has also been published by (Sim et al., 2009 ).
Experimental
In (I), 1H-isoindole-1,3(2H)-dione A (C1-C8/N1/O1/O2) and the methoxybenzene B (C9-C15/O3) are almost planar with r.m.s. deviation of 0.0458 and 0.0320 Å, respectively. The dihedral angle between A/B is 70.21 (3)°. The molecules are dimerized due to C-H···O type of H-bonding with R 2 2 (10) ring motifs (Bernstein et al., 1995) . The dimers are interlinked due to further C-H···O bonds to form infinite sheets. There exist π···π interaction between Cg1···Cg2
3.6990 (10) Å. Cg1 and Cg2 are the centroids of (C1/C2/C7/C8/N1) and (C2-C7) rings, respectively.
Equimolar quantities of 2-methoxyaniline and phthalic anhydride were stirred and refluxed in acetic acid for 4 h. The solution was kept at room temperature which afforded dark yellow prisms after 12 h.
Refinement
The H-atoms were positioned geometrically (C-H = 0.93-0.96 Å) and refined as riding with U iso (H) = xU eq (C), where x = 1.5 for methyl and x = 1.2 for other H-atoms. View of the title compound with displacement ellipsoids drawn at the 50% probability level.
Computing details

Figure 2
The partial packing, which shows that molecules form dimers with R 2 2 (10) ring mtifs and C(18) chains are formed due to C-H···O bonds. 
2-(2-Methoxyphenyl)-1H-isoindole-1,3(2H)-dione
Special details
Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell e.s.d.'s are taken into account in the estimation of distances, angles and torsion angles Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq O1 0.45483 (10) (7) 0.0825 (9) 0.0537 (7) 0.0051 (6) −0.0098 (6) 0.0129 (6) O2 0.0672 (8) 0.0852 (10) 0.0493 (7) 0.0108 (7) −0.0175 (6) 0.0115 (7) O3 0.0594 (8) 0.0663 (8) 0.0640 (8) −0.0159 (7) 0.0127 (6) −0.0053 (7) N1 0.0446 (7) 0.0554 (8) 0.0354 (7) −0.0026 (6) −0.0048 (6) 0.0049 (6) C1 0.0469 (9) 0.0450 (9) 0.0377 (8) −0.0029 (7) −0.0084 (7) 0.0011 (7) C2 0.0486 (9) 0.0354 (8) 0.0386 (8) −0.0039 (7) −0.0041 (7) −0.0020 (7) C3 0.0687 (11) 0.0425 (9) 0.0424 (9) −0.0034 (8) −0.0003 (8) 0.0020 (7) C4 0.0791 (13) 0.0484 (10) 0.0546 (10) −0.0081 (10) 0.0193 (10) 0.0008 (9) C5 0.0580 (11) 0.0530 (11) 0.0794 (14) −0.0071 (9) 0.0204 (10) −0.0039 (10) C6 0.0472 (10) 0.0479 (10) 0.0701 (12) −0.0016 (8) −0.0024 (9) −0.0064 (9) C7 0.0466 (9) 0.0350 (8) 0.0451 (9) −0.0031 (7) −0.0037 (7) −0.0049 (7) C8 0.0497 (9) 0.0450 (9) 0.0414 (9) −0.0003 (7) −0.0116 (7) −0.0016 (7) C9 0.0507 (9) 0.0640 (11) 0.0356 (8) 0.0064 (9) −0.0014 (7) 0.0044 (8) C10 0.0499 (10) 0.0628 (11) 0.0464 (9) 0.0077 (9) 0.0064 (8) 
